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The NIMML Overview

Established at VBI in 2008

Leading over 12 million in NIH funding (52.5M year)
Over S2 million in overhead generated since 2008
Over 600k of initial VBI investment in 2008

3 senior researchers (grant-funded)

17 Staff (students, postdocs, technicians)

80 Publications

15 Patents and applications

Startup company created (Biotherapeutics Inc)

Additional institutional investment needed to grow
into a S100M operation
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Center for Modeling Immunity
to Enteric Pathogens

Immunology

Internal Steering
Committee

Education

Macrophage

Computational
Modeling
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EAEC, C. difficile and
H. pylori

$10.6M, 30 researchers, 3 Institutions

Virginia Bioinformatics Institute

* Nutritional Immunology &
Molecular Medicine Lab

 Network Dynamics and Simulation
Science Lab

University of Virginia
e Center for Global Health

Caprion Proteomics

www.modelingimmunity.org
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Future NIMML Growth

Translational Research

— Pre-clinical (mouse and pig)

— Clinical (healthy and patient populations)
Computational Immunology

— MIEP/MIB, NDSSL, NIMML, Yale, Mount Sinai,
Duke/BU and Rochester

Center of Excellence in Gl diseases

Center for Predictive Modeling of Host-
Pathogen Interactions
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Center for Predictive Modeling of Host

Pathogen Interactions (CEMI) $25.7 Million Total
S9 Million Overhead
>20 FTEs
Infectious Disease
Immunology
6 Service Cores
3 Projects

SEMI RESEARCH PROJECTS

Modeling Host - Helicobacter pylori Interactions

Modeling Host-Human Enterovirus 71 Interactions

Modeling Host- Clostridium difficile Interactions
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The NIMML Summary

Demonstrated expertise in large-scale biomedical
research programs

Fully integrated immunology wet lab and
computational modeling capabilities

Proven pre-clinical and clinical study capabilities
— Translational research
— Drug and natural product discovery

From molecular to whole organism level
Mechanistic and applied research
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The NIMML Team

Virginia Bioinformatics Institute

Josep Bassaganya-Riera - Principal Investigator
and Director

Raquel Hontecillas - Immunology Lead
Barbara Kronsteiner-Dobramysl —
Immunology and Lab Manager
Xiaoying Zhang — Immunology
Pinyi Lu - Bioinformatics and Modeling
Adria Carbo - Immunology and Modeling
Mireia Pedragosa - Immunology and
Modeling GRA
Monica Viladomiu- Immunology
Cassandra Washington — Immunology and
Modeling GRA

Pattrick Heizer — Animal and Lab Assistant
Anne Buranich — Animal and Lab Assistant
Nicholas Kidd — Lab Assistant

Sunny Liu — Lab Assistant

Funding:
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@
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Virginia Bioinformatics Institute (continued)
Jim Walke - Project Manager

Yongguo Mei - Modeling Lead
Adria Carbo — Modeling

Nikki Lewis — Modeling
Pinyi Lu — Modeling

Stefan Hoops - Bioinformatics Lead
Yongguo Mei - Research Software Engineer

Pinyi Lu — Bioinformatics

Carillion School of Medicine
Dario Sorrentino — Clinical Gastroenterologist
Paul Yeaton —Gastroenterology Division Chief

Supported in part by the National Institutes of Health 5R01AT004308 to JB-R, NIAID
NIAID Contract No. HHSN272201000056C to JB-R, Bassaganya-Riera
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